Preparation
Normal human serum pools were obtained from healthy adult volunteer donors. The pools were stored frozen in 5-litre lots at -30°and thawed once for further testing and treatment. All pools were tested and shown to be negative for HBsAg and antibody by radioimmunoassay. The pools were stabilised by addition of benzamidine (5 M), phenylmethylsulphonyl fluoride (10 mmol/l) and sodium azide (15 mmol/l), and delipidated by treatment with Arklone-P (Imperial Chemical Industry pic). Further clarification to render the pools suitable for nephelometry was achieved by high speed centrifugation.
SPS-Ol is presented as a liquid in 1 ml glass vials with bromobutyl rubber stoppers and aluminium crimps. When stabilised and dispensed into the vials, SPS-Ol is stored at 4°C.
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Calibration
Analytical values have been assigned to SPS-Ol for the six plasma proteins currently under survey by NEQAS, immunoglobulins IgG, IgA and IgM, complement components C3 and C4, and a,-antitrypsin. In addition SPS-Ol has an assigned value for albumin.
The four Supraregional Specific Protein Reference Units, Birmingham, Cardiff, Sheffield and Westminster, and the Laboratory of the Specialist Advisor to NEQAS Clinical Chemistry (Bristol Royal Infirmary) were invited to assay SPS-Ol for the seven listed protein ana-Iytes in relation to IFCC 74/1,5. 6 WHO Standard for six human serum proteins? and lUIS Complement Standard. H For the immunoglobulins the mass concentration equivalents of the international units (IU) applied were those as defined by Reimer. Y For the other proteins mass concentration equivalents are derived by reference to well-established pure protein preparations of international repute (albumin, Behring Institute; ai-antitrypsin, Laurell; C3 and C4, Alper).
Each collaborating laboratory was issued with ten ampoules of SPS-Ol and asked to assay the seven proteins by single radial immunodiffusion and by their chosen routine or inhouse method at three dilutions in duplicate on five separate occasions. The in-house methods included rate nephelometry, end-point nephelometry and automated immunoprecipitation. Each assay value was multiplied by the dilution factor and the 150 results for the common method (single radial immunodiffusion) were pooled for statistical analysis. Assay values derived from the in-house methods (vide supra) were treated in a similar fashion except that the results from each laboratory or method were analysed separately. The choice of single radial immunodiffusion as the primary calibrant method was dictated by previous experience of method-specific differences particularly relating to the immunoglobulins," and common batches of antisera were used by all participants. M
Data analysis
The collaborating laboratories returned all assay values to the co-ordinating centre for statistical analysis. All results derived from the common method were examined under two outlier rules designed to identify and remove:
(i) within-laboratory imprecision and inconsistency-situations where the individual laboratory's data for a particular analyte showed excessive variability;
(ii) between-laboratory inconsistencysituations where individual assay results deviated markedly from the all-laboratory mean value.
The first outlier rule was applied on the basis of the examination of each laboratory's coefficient of variation (CV) for each analyte based on 30 determinations ignoring the dilution component. CVs of greater than 15% for any analyte resulted in all assay values for that analyte from that laboratory being deleted. This procedure removed the most imprecise assays and those assays that were biased by non-parallelism. This outlier rule resulted in the deletion of the results from one laboratory for each of the following analytes: IgA, IgM, aI-antitrypsin.
The second outlier rule was applied on the basis of the mean value and standard deviation of the remaining assay values after the first outlier deletions. Means and standard deviations were calculated for all 150 (or 120) values for each analyte. All values outside one standard deviation from the mean were deleted and the mean recalculated. Table I shows the number of acceptable determinations for each analyte returned by the collaborating laboratories using the common method and the all-laboratory mean values (ALM). The trimmed mean values (ALTM) are the means of those assay values remaining after the application of both outlier rules.
Results
The standard error of the mean, expressed as a percentage of the ALTM, is less than 1·8% for all analytes and its overall mean is O· 7%; for the immunoglobulins the overall mean is 0·4%. This latter value is less than the corresponding The mean within-laboratory CVs for each analyte prior to the second outlier deletions are IgG 9·1 %, IgA 7,0%, IgM 6·9%, C3 6·2%, C4 8·2%, aI-antitrypsin 6·8% and albumin 6·9%. These values are comparable to those reported in other studies for immunoglobulins 10 and complement components. M The assigned values (Table 2) for each analyte in SPS-Ol are the trimmed means derived from the 150 determinations by the common method after the application of both outlier rules. Assigned values are expressed in both mass concentration (gil) and international units (IU).
The individual laboratory results from the in-house methods for each analyte were subjected to the first outlier rule only. The mean values obtained after first outlier rule deletions for each of the analytes did not differ significantly from the assigned values for SPS-Ol derived from the common method, extreme deviant values resultant on the use of certain commercial calibrants excepted. 
